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Watson & Crick® i : “The Structure of DNA” DiE=/0Hr
—JACET8000Z JH#EIC Lz B L T v r— F L oxfk

Analyzing the vocabulary of “The Structure of DNA” by Watson & Crick
—on the basis of JACET8000, contrasted with the students’ questionnaire

1. IL®ic

TRERFOEEIGE TR FHEEDO T F A & flioTWw5 9 HIZ, DNAWZED Watson &
Crick®a IZBLZ b B, 1953 EDm L & THERFHEHFTAFLTD 5 o720 19534
EWVZIF0EL LRI OZ ETH L, —MRICDNADHNEDS L H Ik >0, BfnT
BEOEMPREOLREMEIZ OV TORRIEAI L 5 72HIEA 9 s DNAOWIZEHAIRIZ
PRV UAIPL R ENTWbITTH L. 4 TV A0 IEMFEZESE S LTV T,
ZNEERTNEEEFPRE COFFBRTHD L EPRATH TV, RA-LTED
L) BERPHVOENTWBES ) h
11 ZE50EDAOMLER) O

EB0EDHI DML EH D OD L V)T D - 70 BIAFHREO RV AMAEEEIZ
HolzDiE, TDI0~205TH - 72 & 9 25, DNADG L DOFRZ IEMEICH > TV 5HD
FAEGRFOEMESSHVWTHS ) FHHIBIEL VI ERITOVTIE, 305ERD D
BRTDNADOH L T2 S OKAICHELTHOTHI o720 TH L, HEMES T2 HF
FICDNADMELHN T W /2D T, TOEKRTIEIDNAVHELZT—<ThHY), &) T
ICHR A D o TR O R E L TERATHR, 2008 FEDT—~< L LTk, HITIEPS
HHLOFEEDH Y. KICIIZHARAD A AD ) —_XVEEZZE L W) BB RETHDH
DT, TOFHORLTOAFTTEOHL VLRI DR, ZOHBFITRIE OB L
one o,
12 %A =¥ ZAHFFICHNZDNA

WREETH A TV ADT—IDTF A M &ffiso T, #lZ1EScience World vol 2
DE1EDPDNATH b0 19747 0 —VEDO F) —=BEFNT, BIYoOru—=r 712
DWTHMPEAE 5720 J—RNVEZEHZETHY 7 + )V = 7Salk Institute®Renato
Dulbeccolit:25, ABIODNADEAE LR v ¥V 7 2REL THK L 72D A20004F 6 / &
Vo 72l ERTFAMIMNINT VLS, SHIITF R MTIRBETIC L 2HEOBURIC
DWTHISL Z ENNTE S, E5IZScience Spectrum& W H MDD 7 F 2 +Tld, #fzT F—
EY DT —3WBhol, BT F—EVy Z7RBFMTERVDIEZH 72, DNAOT—~
(Z504EFT T B L [FAFFIZ, HNTTIZXDWRMEDIL S &) FIRTIIMEERIZARTH &
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D, HLTH LT —<, BREZBIZTVWLIDOTIZEEZ L, REMNRT — < IIHE B
ZATCWB LD, S0 EL V) T ERIFICEERT LI L AL, MXDOFELE AT L TiHA
THIZVER SOV E o PITTH o7z HmFeih CRIED M 0N & LR I8ET 5
B, S Oihse s EROR T ENEHMIREZ T T, VAV 7L AE—F 712
Dy BBIETAT A4 Y TITIELBEAAD I E RO E &,

13 #AEo7yr—»

ALERE, Science Spectrum& W) HEIEE o TWLFAEIT v r— M E2fTR o TH
7eo VAT T v 7 RIRIZEFI2HD 7 T A TH 5,

FTTRNYET) Y 7 RS TRDEHNE) PITOWTIE, DHid S M- Twiz (214,
66%) ZAHNIFVZZ DD (246 %) &E<MOL»o72 (95428%)

2 5B AREEIZOWT, PHIA S Ao TWiz (254478%) BV 722 & 05 5 (246 %)
WS M o7z (54416%) EHIZDNAICDOWTOBEETIX, L THHEENIH L (64
19%) & AFEHERDH S (194459%) KL THERDS W (7 £422%)

T EZ) IR HLEAIILOWTIE, 7~ 8EHDFENH - TV DL bIF7ED,
KEFZERDOFER TR ML e 5iA ZRE D LB P E) PICOVTIR, B) L&A 7%%
X349 %, 29791 % IEB bRV EEZTWA,

ZEROYFETHSGEREZM/S— Y P OB AN=LTWAE ERVTEIHAIconTiE
20~30% & & 2 7=D1E 9 £428%, 30~40%%5 7 £422%. 40~50% 1X[F U < 7 4422%. 50~
60%1x 143 %, 60~70%1%5416%. 70~80% iz, 80~90%1% 34 9 % Tdh -7z
72% DFADB0% LT & &L T2,

COT = MEREST AT, EBEOGHKER LIS ETHRI . FEOFRE D
FTNDWMEIZTEES ) Ho
14 SHr D5

WESHE T — 7S R %A o 7o KB 2 Bl 0T A3 A 2 A T AR B2 O RESEIZ D W T,
B 2 1X20074E DJACET KX Tld [ dnFhar B T S h b SEakahse o 00« Hihakse
VA MM L7 — S A0 ] L) FREEIKENFRICE > ThR I N/,
ARaE, 29 LR LG TlE R, ALZR—VIFEDORLE FERTITRo72d
DTHbo i Hre LTiE, SREROMIE, NAE LRI 2. NRGEICOW
TED L) RYEFEIRDBE N OON TV LD, FEOMHERZ 759, WAESHM
AT 5, HMHEE & HEMHFEDAOFE IOV TJACET0001Z > THRE L THA S,
VD EDOFME, 7ot ATl O a2 e L Taizv,

2 AR oLE

Cold Spring Harbor symposium on quantitative biology 1953; 18:123-31® The Struc-
ture of DNADGGXIE, AL EN—=V EBZELM ] R—TVDLETH L5, EhOfHEE %
FTHBLCTBE v, 72720, ZETME AT OGTERLEOFIFR T OHFFITEAT
Wi 2512, BT AR RTRES SRR A B ol 722 LAIZIE
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HHETO 3B L TH. A~V TthreeZ HF N TV AEEICIE. EFERISNAZ T
BZTHLIOTHERDFCIDLD->TWVE, TNLERNT, N LEIEEEZ DR
BEPZLTHhIz. ROFERIZRDEY TH 5,

P123Ti%4045%. pl24 5013k, pl25 355ifk. pl26 6143k, pl27 959if. pl28 979:k.
pl29 987k, pl30 3315k

INSHEAEFIT DL, B1305EE 7%, H51305E 2 JLHEIZ L THGT L 72\,

3 AR EHERERE IS B
31 MFERE L HRERE O

WA REZ B, W, BE, RERLITH 2R THET, TOERIGEEZE T OTIEL
v BRZETHTH S, A, A, KB, A&, 286G, ChozWNESHE VI,
WHFEII L EROBRICRPE LD TRELEEY G525, —dTOERELT L
MNTE, HILZEE VR b,

CHUTHE U CTHERERR I SO 2 B2 RT3 CTh B ZOE L CIRERE T2 &8
TERWT, MOFFIKE L THET 5o Hbmal. BEH (AFOFNIAE L TZD4E
% BE S 2 BERERR) . ARMUALEE, BEMTGD, PIRAA G5 b, & 51 Taylor (1979)
12 & M3 be, seem, appear, becomeZs EIXENFTH 2 2SNEAFETh BRERE S S L5,

AfgDOWatson & CrickiZBWTClx, seem X 7 [0, appearid 4 MW SHN Tz, &
512, ByEhE (can, may, must’z &), still, yetZz & O] % 7R 9 tense marker, it *there,
ek, B A R more most, 1€ Dnot b HREFEICHMHT 5. W, AIER. %
fean, WG, o bEERERR & Ak, ARMUA G RCRER G, MaEFEd LaERo BRI
RPEZVWHD TR EV) VD 5. HEFHDONotITEARTI M, nold 5 MILAH WS
NTWihosz, 8RX=VICELWXLOPTIMRPL 5 HE X, HEFHFODL IPEETIZ
BHolzo MENPITHEXDPBELPIIRELEROENLZOT, BHTLILIITELRVWE
BHD, T TIEIHEN D Lh o722 L b H Y TaylorDHFFUIHE S TIT > TR,

#] 21X, They analyzed the vocabulary of the thesis. (ZBWTid, WAEEIZ ana-
lyze, vocabulary, thesis T. #%BEif|Lthey, the, of TH B, VA=V I TIOXERENT
B, WARRIRCHEE SN DS, BRI E SN T, BRICKE 2 8r 52
WL R SINEDITTH S,

32 WEHELBREEORE L B D EEOER

ERFEBICIFEHR TR ERE R T BT LRI L TH 205 BEGI30095 B, NEER
24427, BEAEGEIZ2688FETH o 720 WEBIZOWT, LD L) RSV LN T VLD
P FORLVEEHERIZOWTUTO®Y ¥ 3 YTk 5%, KEEIIAR TR L
TV,

#7058 & different wordsTad 4, ] 21X They analyzed the vocabulary of the the-
sis IZBWT, BERIX 75, WEE Zanalyze, vocabulary, theses® 3 i, < D ftidthey,
the, of, the® 4 FHIIHEEEFETH Do S HITtheAS2MAVSLNTWEDT, B DFEKE
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LTk 6iEe%sb, [ UHETHEDIEDSA, B2 1XHe dreamed a happy dream. T
X, 2 D iEIX, he, dream, a, happyD 4 iETH B, BARVFETIZ, WMEAE > THE L
gﬁk&tij—\— EMNRTE S,

4 FEROBER OGS E T DM
Watson & Crick®DiwX Ty 1 R—=I 5 DOBF LRI R L d o 7o A
IZ2oWT, ) Vo ZFHONERIMEHN SN TV DS H, FHRTHR, BT ITHERK
MEIZ S HFEZHIZE L TA L. BFIIHEREZ R T SERDPETNEEELREE VI LD
NEIDTHLH, T LEMBAEEZZVD2 S Lawds, BERDSEVWE W) T EiE,
A LBFRTLIMET D5 HRDIMET 20 THL L) ZLIITELTHAL ),
BN, WmEAEEET 520 ) o720 W LAV OHFEDY G AN > TH A
—FEL LTHA B Z LI L7z F2JACET000D 53 FUIHE - T BiFd O I D ZEALIE
WCOWTIEFLFEE L THZZ I LKL nglBIZOoWTHEBIZH ELTHE L.
HIERITHWOLN TV WD, BERZTHCONTHWEEFEDH > T B ITFE 1
®DbroughtXPbegan TIEWE L TIE R { FUETHRIL L 720 A TIE, high 2 M. higher
4 MOYEIE. S Thigh6 M & 5L 72 @H’W)ﬁﬁﬁﬁi &M SBA L T
H DD, thirty DLHITTIVT 7 Xy MIhoTwbY; I, FEEELTCEBATHALD
TY A MZHio T 5,
4.1 BEERK20D. F o HEE
I O BEERD O, BHE G5 Ostructure & W ) HFEE 5 720 RAS 520 TDNA
Td 5o 5 3H1348H DchainTH %, 4 4 frid44lnlDbase, 45 5 M OMERK3UIATH %,
ZZT, AIZDNAD Y 4 7% FET, ARE BRINZEH 5, 330NLpair7ZAY, pairll DWW Tld
% L LC15lml, B 9 [, pairingk LT 9 MITH 5. 320 Zform THyz & L C16/H],
Sk LC16lITH B, 29[HA%one, 24[0li&cytosine. model, 23[Hlfibre, & Fi < o
71 : cytosine F b ¥ ¥ (BEEEDORS))
42 BEER10H 519058 1E 255
19 bond suggest 18 coil 16 hydrogen 15 only
13 occur have(hasz##r)  sequence
12 figure group show (show6[El, shown6lHl) single X-ray
11 difficulty phosphate replication specific sugar together
10 backbone helical helice nucleotide polynucleotide way
3F © helical ¥ E (58 A) OFEIR, spiral T7% < helicalZ FivTw5
nucleotideld X 7 L & F . FEEE DREIE 75
phosphate ¥l BT A 7L
polynucleotide Cldpoly-iZ. ~%. ~®E., ~ETELGKEK (K)~—) OFEKE
replication Wb TIXEIZTF OBIR
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43 BEHAD S 9 DHGE
BUEHBIIZIFETH 5o
adenine, complementary, crystallographic, first, guanine, hold (hold 3 8], held 3 Ial,
holding 3 I9]) mythl, thus, turn
i adenine 7 7= Y IIBERICEHE T ALV ED
guanine I ZIEEERERMIE O O & D
B 8 DFEIXI0FETH 5.
approximately believe evidence feature find join pattern protein
specificity thymine
BER 7 IX135ETH 5,
B data end genetic helix limit link living PH
same strand unit Wilkins
¥ BIZDNAY 4 7253, ATMEBRNH 5,
Wilkins (&4 1) A QAW HEE . 19624E121F Watson & Cricks & 12/ —X
WEEE: - PR E &
BHEERL 6 Dk L2055
acid apart atom consist distance high instead involve itself  part per-
cent phage point possible regular result
scheme some task tautomeric
BHEER 5 13235k
adenine assume break chemical direction fact fit Franklin give
know large length number obtain obvious order position
postulate process purine reflexion separate side
BHPBERL 4 135055
account allow always arrange both carry case cell change come different
either emphasize high highly irregular likely long make many mechanism
molecular nature neighbor new occur organism paranemic perpendicular
plectonemic present propose pyrimidine regularly right secondly self simple
space strong structural thirty time total unlikely untwist very virus
weight Wyatt
44 BEH 3 OHEIT2E AT v 2RI LORYNERT
alone also characteristic chromosome completely complimentary common
conclusion considerably contain / correspond Crick curve diameter difference
discuss evidence example experimental follow / free general genetical given
glucosidic hand hydroxyl imagine indicate least / length like lower
manner material meridian moment much necessary necessity / opposite  oc-

casionally outside particular possibility precise preliminary present proba-
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ble problem / produce reason related round second serve similar start ste-

reochemical strongly / study support take tangling technique template

therefore think three unwind / upper Watson

I likeld, HIEFE 1ML BhE 1 W, 445 1 BICTHEEF3HTH %,

thinkiZthought& LC3HMHWSLNTW5S,
45 B 2 OFIX1825
A7 v ¥ 2 Z10FEOXEI, FTVAT v ¥ 213505k E KT
accessible accomplish adenine again all allow alternate analysis analytical ar-
gument / arrangement assumption Astbury attach available avoid back bacterio-
pharge bond build / common component concentration condition confirm conse-
quence contact correct co-worker currently /
decrease demand describe detail detailed difficult dimension discussion distinct
done / drawn due duplicate duplication electron end enzyme equal essential estab-
lish // every exact exert exist explain fact fall far favor formation / four
Fraser function further go Gosling grow Gulland head histone / humidity hy-
pothesis implication imply important impose impossible inference information ini-
tial / initially inside intact interaction interpretation involve isolation Jordan lattice
left / length less line link linkage long main mainly mean mechanism // mea-
surement monomer moreover mould mutation none note nothing observe
offer / open originally pack particle perhaps phage plausible polymerigation precur-
sor presence / proof propose protamine prove push rather ratio regard regular
regularity / regularly relative relationship release remain replicate reproduction
require restrictive restriction / reversible ribbon-like rigid rotation roughly run
see self-duplication sense small // solution soon source space spice spite
strengthen successive suspect / synthesis T tentative thin third thousand titra-
tion titratable twist type / unable unattractive uncoil use usually various vary
view viscosity water / well work # Tidthymine #I D2 &
46 SR O HERIZ4565
AT v Y2 ZI0EEOXYI, FTIVRAT v ¥ 213508 %R T,

able absent acceptable accessible accompany accord accumulate achieve
act active / actual addition adjacent alkali almost already altar alternative angle
angstrom / anomalous answer appearance apposition approach arise around ar-
rangement artifact ascertain / ask aspect assess assist asymmetrical attach at-
tempt atomic author automatically / average axially
bacterium bandle bear begin bend better biographically biologically // birefrin-
gence birefringent both bridge bring calf cause capable capacity carrier / cer-

tain center chance Chargaff circumference clear clearly clue Cohen coincide /
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college combine come commonly compact companion compensate complement
component compound / conception conclusion configuration connection contain con-
tract control course crystal crystalline / crystallize cytologist describe diffusion
dichroism diagram draw danger deduce define // definite Delbruck density de-
ploymerization description diagram dichroism di-ester differ diffraction / diffusion
dimensional direct direction directly disappearance displaced dispose disproof dis-
tant / distinguish double down draw dry dyad dyplomerization early easily easy
/ effectively eighth element eleven emerge employ energy enough enthusiastic
equally / equatorial equivalent especially establish estimate estimation even exist
existence express // extract extraction extremely face facilitate fact fairly far
fashion favored / fibulous fibrous fifth fifty final find finish fixed flat flow /
fold force formidable formula formulate four fulfill fundamental get generally /
geometrical glucoside good Gosling grasp Harshey held hope Huskin idea /
ignore illustrate immediately imperative importance important improve inaccessi-
ble including increase // independent indirect individual inference influence in-
frared instead insuperable interest interesting / interlace intermediary internucle-
otide interval interpreted intertwine intriguing introduce irrespective isolated /
isolation ionizable ionization justify kind King's latter lead level lie / light lo-
cated location London long low macroscopic make-up maintain manipulation /
Manton many material matter mean measured member merely meriodinal merit
// method microscope microscopy million mind Muller MW natural Nature near-
ly / necessarily never nevertheless newly next nitrogenous normal normally now
nucleic / nucleoprotamine nucleotic number objection observation occurrence oppose
ordered orientation original / otherwise outline over owing para-crystalline parallel
paramenic parental particle particular / partner pass Pauline penny period perpet-
uate phage phosphorous phosphoryl photograph // physical physical-chemical
physiology picture pile pitch place plectonemically point polypeptide / precisely
preparation probably proceed profitably proof proportion proposition proximity
pseudo-hexagonal / purify puzzling pull purify pyrimidine quite qualitative Ran-
doll raise range / rapid reasonable recently recourse reduce reexamine regularly
rejoin relation relatively / relevant repeat replace requirement residue resist re-
solve resolution resume role // room roughly salt satisfactorily say section second-
ary sedimentation see self-reproduction / separate series seventy-five shape shift
shorten significant simplicity simply Siegal / Singer six sixth slip small sodi-
um solution sometimes sort spacing / specifically special sperm spontaneously
stable stack stage state steric stereochemically / straight strain striking strong

strictly structural subject suggestion sum super // superficially superfluous sur-
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mount surprising surprisingly symmetrically symposium synthesize table tabulate
/ take tangled tautometric Taylor tend Tennent term themselves therefore
thread / through theory thymus tilted topological transition translator treat try
ultraviolet / unable unambiguously unbranch undegrade unduplicated uniform unin-
terpreted union unity up / usual untreaded van der Waal  variance variability
variety viewpoint Vibrandt volume well-defined // whilst width Williams worth-
while write wrong yield zipper-like

# MWidmolecular weight T®H 5,
PSR 1 OHFEIIL LD X HI12458FETH %,

5 WNEEOREOBRH & IEGER
U ED41n56460F DL LT, WEEOHE, R VEBRLIENERZ T EOTH
L, LFORDEIIZR D,

BRPE R 5511 52 43 44 34 33 32 29

B0k 1 1 1 1 1 1 1 1
MEGEEL 55 52 48 44 34 33 32 29

SHEERL 24 23 19 18 16 15
R )k 2 1 2 1 1 1
EGEE 48 23 38 18 16 15

SRR 13 12 11 10 9 8 7
Rre vk 3 5 6 6 9 10 13

HE G X 39 60 66 60 81 80 91

BHIEERL 6 5 4 3 2 1
Bk 20 23 50 72 182 458
HE~GEE 120 115 200 216 364 458

INSEAFT L E, NERORBHE LT, 87 ) FEIE8737E T EGEIZ24355E & 7 -
720

6 HMHEEOHE

WEFRIIIIS PR o 728, T OB A RS EORESE TN TV B 0 & #i~72,
FFOHMTIC L o THHI L 72 b 07275, BEBIHIZ D X ) 2HMHEIHVLERTW 2
D ZOFEZRYFEOMBE W LI Lz, HERDOED? - 725D ) 5, chainldJAC-
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ET8000" A F Tl72I25HH I N T Wb, Z DT hbase 519, bond 2502, sequence 3112,
coil 5825, structure 1235, model 928, virus2111, element 1237, particle 3500, hydro-
genddeIlZ /T EN TV 5, TNOHDFFIZ—RWBZERE LTHHWLNSDS, XTIl
HMW R ERTHEDNTWSEDT, HMAERE LTY X MR 72,

6.1 WMHFEOFER) Ak

BEERGS  structure

BEEFI52  DNA, BEEF48  chain BEEF44  base

HER34 A DNADY A T2RKTOTIZTREMFEE LS5 70)

SHER24  cytosine, model #5023  fibre
SEFI9  bond SIS coil $HPE %16 hydrogen
BERI3  sequence BB phosphate  replication

B0  nucleotide polynucleotide helical helice
B9 adenine guanine mythl crystallographic
PR S protein, thymine SR T B PH helix
BRER 6 tymine phage SR 5  adenine purine
SR 4 Tl molecular pyrimidine plectonemic paranemic virus
SR 3  chromosome glucosidic meridian stereochemical — hydroxyl
£ hydroxyl ZKEE¥:
R 2  adenine bacteriopharge electron enzyme  histone lattice
monomer mutation particle polymerigation potamine T titration
titratable viscosity
i ¢ lattice  [HL] ASEA&T
mutation ZEIRZE S pharge= bacteriopharge
viscosity  [PL] #AKRDREE, Ktk
B 1 TlE, angstrom alkali birefringent birefringence bacterium
carrier cytologist compound diffusion dichronism di-ester dyad dyplomerization
diffraction elment glucoside infrared internucleotide ionizable ionization meridional
microscope microscopy MW
nitrogenous nucleotic nucleic nucleoprotamine physical-chemical physico-chemical
para-crystalline phosphoryl paramenic plectonemic plectnemically polypeptide py-
rimidine sedimentation sodium

stereochemically thymus tautometoric topological ultraviolet
2F © birefringent BT carrier PRIEHE HAK  cytologist MM~

compound L&MW diffusion YtV . H A% EOILEAER
dichroism 2 a4k dyad ¥4 7 8 [fb] 2flicHE
diffraction J&h FHW  BEROEP MW molecular weight

hydroxyl [fb] kMg microscopy SHMEEARAT
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meridional F/F#®  sedimentation Lk sodium F MU A
topological [ %] 7 AHA 4~ Hh A
6.2 BEEBEIC M HRE XS - 725
6.1 TR R7Z2HMHFEORL Y FEOPFERIC L225> T, BGERERZ TAD L, L
FLO X ICHEMHFRICIEEEI00D R % D EESH Y . T OBR~NEERUZ6367E TH S o
HMHFEORL VFEE ZORGERIZ TROE D .

SRR 95 52 48 44 34 24 23 19 18

B7p V) ak 1 1 1 1 1 2 1 1 1
E~GEE 55 52 48 44 34 48 23 19 18
SRR 16 13 11 10 9 8 7 6

R 05k 1 1 2 4

HE~GEEL 16 13 22 40 36 16 21 12

BHEER 5 4 3 2 1

B0k 2 5 5 15 44 #at 100

HE~GEEL 10 20 15 30 44 &Rl 636

6.3 W R & AMEREUI N 5 HMHFEO s

WEHA243555 TH - 72O T, B HEEERE636aR X, € D261% 12554 F 50 WHERH
I 0 T BERERE D B0 T AWEERII5130TH b B O H PRI AR L
T124%129 E %l oz HEMHFEEEPZ VRO TWS,

7. JACET80000 %) A b & fHEIZ§ % &

71 JACETS8000® 8 L \)L & i

JACET8000 gh#5z 4012 X A, Level 11X 2K, Level 2 I3 &S K. Level 3 255

KEFHEBLOEM2MEERIN TS, EHITHEHICIE

Level 4 KFZER, R¥F—MEEOMBL ~NIVITHY L ¥, EEOHEOL MEZ R
BN E T,

Level 5 K%¥ZBi, K¥—MHBEL NVICH YT 5, ERE KL )L, TOEICTIZ
400~500A3D S F T, P LI OKHEMBEBWMOHFHEI R TEF T,

Level 6 JEEZHME LAWKEEREVAAT UAHBTARELARLVTH S, EMT
13 1 M. TOEICTIZ6005 L ~VIHIS L9

Level 7 JFEHEMORFPARIEFELMAFTHI E AR U DFZHEL THL VT
T P 1 R TOEICTIZB% U EOHFEE AN —LTWwE§,

Level8 HARAFBHBO N ZHEFHORKARETT, & &IXBEEEIROHMHGE
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ZWRTEFTY,

COLHITEBIIHFIN TV,

72 JACET8000®Level 5 Lk 1o H.5E D 534

DLED X912 8 BERFIC/AH S, Level 5 28K%#ZEROES:, TOEIC400~5004 % H
BIHERTH D, KEEPWRTHEDTIDYY ¥ 3 ¥ Tldlevel 5 % 3LHEIZL T,
Level 5 LEDOHFEDRENL SV L Dh, TR LRPZEHU EOEEIENL Wi
D ESELTHRIZ,

FHERRNC, HFFEFS000U EOHGEZ Y A b7 v 7 LIz, BEBIFICHES 58 L
7225 FNZFN50008L . 60000k F. 70008k EOFEIZ B L. %24 T A %A IXJAC-
ET80000 5317 5 & Gl L 720 IRALFED T T 2 F o TV B LA, IRAEEOFH S
Wt THF L 720 MBI VHGEDN S 5 O THRE L 72,

BERI8TIE 5825 coil, HHEE$10TIX7574 backbone, #HEEHL 9 TIX5533 complemen-
tary, SHPEH 8 TI136876 specificity, SHEH 5 Tix 7572 postulate, HHEH 5 THHED &
Wik ldreflexion, BHE £ 3 TI25495 complimentary, 6371 tangling, 7244 template, 7942
genetical, HEEE 3 THH D 7% \ifildperpendicular

BHEERL 2 DFEIZOWT

5000~ Diifld. 5410 alternate, 5642 restrictive, 5747 plausible, 5712 inference,
5718 analytical

6000~ D FEIL. 6163 spice

7000~ DX 7049 linkage, 7439 regularity, 7978 duplicate, 7978 duplication

D 7\ 0iEIE, humidity, mould, precursor, replication, titration, titratable

R L OFEIZOWT

5000~ D§EiZ. 5092 simplicity, 5156 manipulation, 5348 rotation, 5349 residue,
5366 tilt, 5375 complement, 5436 puzzling, 5459 irrespective,
5512 ascertain, 5528 ambiguous, 5712 inference, 5714 symmetrically,
5813 superficially, 5884 displace

6000~ D FEIX. 6123 variance, 6234 isolate, 6254 microscopic, 6614 tentative,
6381 deduce (deduction), 6402 physiological, 6525 qualitative,
6600 geometrical, 6612 extraction, 6614 tentative, 6674 intriguing,
6793 satisfactorily

7000~ DL, 7204 sperm, 7527 stable, 7791 estimation, 7943 inaccessible,
7978 unduplicated (duplication & L T43%H)

SO EEIX, anomalous, apposition, asymmetrical circumference, crystalline, dis-
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proof, equatorial, fabulous, imperative, insuperable, interlace, interme-
diary, intertwine, perpetuate, purify, recourse, reversible, superflu-
ous, surmount, steric, symposium, synthesize, tabulate, thread,

unbranch, undegrade, untreat, zipper-like

PLEIZ X idLevel 5 BLED R 1 5EIZ867EDH 1« € D 9 B 3EI5000~5999D 5 13225
Z3¥6000~6999DEE 155, 7 HH7000~80000 135 704 7% LA36iTdH %o MEFHEEUZ
ROKRDEY 161FFETH o720 * IZJACETHHUC 2 VERZ /R $ o

B 18 10 9 8 5 5% 3 3% 2 2% 1 1%
BayiEk 1 1 1 1 1 1 4 1 10 6 31 28
MEGER 18 10 9 8 5 5 12 3 20 12 31 28

8. FREIAMTHERDE G
81 JACET8000Y A 3T & D A1 /N —5

MEEEHS1305E D 9 B INAFEIX243558 7 DT, HEBERE 269538127 5o BERERR ) A b O
FHIARR TS L TW AR WO T, NEE2435EICDOWTE 2 5 L, JACET8000) A b
12X B LNV 4 F TOREN16405E (674%). LV 5 LU EO—#EA1615E (66%).
MEEA6345E (26%) Thbo KR¥FZE, KFWHME TCOHBTHNEED6TA4% % H /N —
LTWAB I Edbh oz, BEEFERIEHELTOUARVOENITE A LESEERL NV TEE
LThb. WEELEFOTEZD L, KFLEAICE S TER LTV AVEGEL, LRV
5V EDOFEL HMEELZTTH Do RI57EIZ6343E L 1615E% H bR TTIBEZT TH 5o 4
fK51305E D 9 B155% 72 M S R WHFELRH 5 2 L1l bo Mo TV AHEA855% & v 9
MR o 72,

82 HEOT VA — b EORIL

BT =ML B L, REZBOFERTRHERLERAZ 2T L LB L) DI
DWTIE, B EBZFEEEF3IH9 % 29891%IFEDLRVEEZTWD,

ZEROVFE TR GEHE A M /N—t V P BV AN= LTS E BV FHIIOWTIE20
~30% & & 2 72D 9 %428%, 30~40%75 7 4422%. 40~50%1[F U < 7 4422%. 50~60%
12143 %, 60~70%1%5%16%. 70~80% I, 80~90%Ix 34 9 % Th 72, 72%
DFEEDNB0% LT EHELTW5b,

NG RAC LT ZBRE# TE5% N N— L TWwB ETTWAA, 77— MERTIX
70%LLEEBEZTWEDIE3H9 % TH o720 1 FEALDFADPZEGERTIXE ) T
ATV ADFHLRFHDBEVERSTWDEIDTH D, ZOFERDE X v TEMDLH72DIZZ
IV FZFERGHTIIARNTH 5 ) B D £ D ICHRIZTTE ORI L BV R 5,
—h. #IEKIZJACET8000D E# /21T Tld, & 9 TWAMEHAO LHkidmtA Z 28 2w
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EBRTVBY, PR ELIDLIREOHLICEH L TEDR ) BVIERO A N—KTH >
B BRI TRV AZ VLAY —F U 7ICh, 94 71 v bl a—
NAFEHTE 5,

9. FL®

BEHA IR D B o 72013, structure, IRADNA, % 3 {7idchain, 471X A (DNA%
A 7%FT) 5 ficytosine, 6 fifibre, 7 {7 bond, suggest, 8 {7 lcoil, model %% 9 firhy-
drogen, form, 10fZonly, pair 111% Zoccur, 1247 i&figure,group, single, X-ray, sequence
13 ixdifficulty, specific, sugar, together #5141 IXbackbone, helical, helice, nucleotide,
polynucleotide & 5t < o &AKFEFLS1305E D 9 B N FEIE24355E . Z D 9 B H M FE1X63475.
JACET8000Level 4 LLF @75 1316437, Level 5 LL EAY1617ETdH - 72 JACET 8000lev-
eld F TOZBREH L RFEWFEHR TS % & A /N— LTV LW RS T TV ALY,
1324 3 4. ZEEERE T80~90% I L DFEHEE I N—LTWBE I L ZH> TV D
A 23NB0N LT & &2 5138, FAEIEFEITVFHDLEVWERSTWE, ZOEBD
Fyy 72D L72OICHEHDIRED—Ih & L TR T D7,
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